[Isolating, cloning, and sequencing of HPV16E6E7 gene from a cervical carcinoma biopsy in Shandong Province].
In order to study the structure specificity of HPV16E6E7 gene of a Chinese patient of cervical carcinoma in Shandong province. The tissue DNA were abstracted from cervical carcinoma biopsies and the type of HPV was identified by HPV multiple primers PCR. HPV16E6E7 gene was amplified by PCR from the cervical carcinoma tissue DNA with the infection of HPV16 type only, and then cloned the E6E7 gene into pALTERI vector. After sequencing the double strand, the gene was compared with the prototype E6E7 gene of HPV16. A new recombinant plasmid was constructed and named HPV16E6E7-SD. Sequencing results showed one mutation in HPV16E6E7-SD, the 557th neocleotide in the viral neocleotide sequence "T" was changed into "C", and caused the termination cordon TAA of E6 gene to convert into a Gln cordon CAA. There is a structure difference between HPV16E6E7-SD and the standard strain.